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Genetic diversity on starch composition, in cassava storage root, has been accessed for 
searching to amylose/amylopectin ratio in the world cassava germplasm collection at CIAT, 
showing low range of variability except the find of a low amylose content access that could be of 
interest to cassava starch industry. In our laboratory we reported a new class of cassava plant 
(named sugary) with storage root containing high free sugar as glucose that also carries several 
different kind of starch composition with variation such amylose free and distinct amylopectin 
structure as well. An access of sugary cassava, with this particular starch phenotype, when 
grows outside its place of origin is extremely susceptible to bacterial blight disease (BBD) and 
produce low yield of storage root and low starch content as well. A conventional breeding 
program was designed to transfer novel trait to commercial variety in Cerrado region, which 
included provenance test of the landrace, crosses such self-pollination, open pollination, 
oriented pollination as well as a modified backcross. Branch size and frequencies were 
evaluated in F1 plants from those crosses to select clones with equivalent branching pattern of 
amylopectin, as well as resistance to BBD, high storage root yield and starch content. Results 
provided new clones confirming the presence of that particular amylopectin structure, increased 
storage root yield from 8 to 22ton/ha, increased novel starch from 10 to 20% and is free of BBD. 
A set of new elite clones retaining a novel amylopectin structure has been tested for use in the 
flotation industrial process in the metallurgy industry, showing an increase of up to 30% more 
efficiency in the purification of iron ores the main raw material to make steel. Genetic analysis of 
this particular trait is being carried out with recently obtained F1 populations. 


