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A diagnostic survey was conducted during 2010-11 to provide an assessment of the status of 
cassava brown streak disease (CBSD) in 90 locations in 12 districts that represent the most 
important cassava growing areas of Malawi. The results revealed the widespread occurrence of 
CBSD in the lakeshore areas in the districts of Karonga, Nkhotakota, Nkhatabay, Rumphi, 
Salima, in a few locations in Zomba, but not in Chitipa, Chiradzulo, Kasungu, Mulanje, Mzimba 
and Thyolo. The average incidence of leaf and stem symptoms was 26.3% and 13.9%, 
respectively. There were significant differences between districts with respect to CBSD 
incidence (χ² = 20.9, P < 0.001) and severity (χ² = 13.9, P < 0.05). Incidence of foliar symptoms 
and severity were positively correlated (r = 0.90 [n=88], p < 0.05). The average abundance of 
Bemisia whiteflies was 0.4 adults per top five leaves of sampled plants and there was no 
significant correlation between whitefly numbers and CBSD incidence. The low abundance of 
whiteflies was probably due to sampling during the cool, dry season, which is known to be 
unfavorable for whiteflies. All the local and improved cassava varieties found in CBSD-affected 
districts were susceptible to CBSD. Diagnostic tests by RT-PCR and nucleotide sequencing of 
an approximately 280 bp region of the 3' end of the virus coat protein gene confirmed the 
occurrence in Malawi of both Cassava brown streak virus (CBSV) and Ugandan cassava brown 
streak virus (UCBSV), known to be involved in CBSD etiology. UCBSV was detected in all 
CBSD-affected districts, whereas CBSV was only detected in a few locations in Karonga and 
Rumphi districts in northern Malawi. These results suggest that UCBSV is endemic in Malawi, 
whilst CBSV may be a relatively recent introduction. Further detailed sequencing of CBSVs is 
necessary in order to gain a more thorough understanding of the diversity and origin of the two 
virus species in the country. The finding that CBSVs are present in all major cassava producing 
regions warrants a comprehensive prevention plan to mitigate the impact of CBSD on cassava 
production in Malawi.   


