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Cassava brown streak disease (CBSD) has recently been reported as the most significant threat 
to cassava production in East and Central Africa. Two virus species: Cassava brown streak 
virus (CBSV) and Ugandan cassava brown streak virus (UCBSV) (Potyviridae: Ipomovirus) 
have been associated with the occurrence of CBSD in all reported cases. Both species (CBSV 
and UCBSV) have been reported to occur widely in Kenya, Tanzania and Uganda.  
Unconfirmed reports of new occurrences in Burundi, eastern Democratic Republic of Congo 
(DRC) and Rwanda made it essential to conduct rapid field assessments supported with virus 
diagnostic testing in order to confirm the presence/absence of CBSVs and to quantify the scale 
of the outbreaks. Field surveys were conducted separately in each country between June 2011 
and March 2012. Assessments of farmers’ fields involved the scoring of leaf and root symptoms 
of CBSVs and the collections of leaf samples for subsequent lab-based diagnostics. PCR-based 
tests were performed in NARS labs in Burundi (for Burundi and DRC) and Rwanda, and were 
subsequently supplemented by real-time PCR analyses for species determination at IITA-
Tanzania. Testing revealed a high level of congruence (> 90%) with field-based symptom 
assessments. Only UCBSV was found to occur in all three countries and sequence and 
phylogenetic analyses demonstrated a high level of homology with previously published UCBSV 
sequences from Kenya, Malawi and Uganda. Incidences of both foliar symptoms of CBSD and 
positive virus diagnoses were highest in the Lake Tanganyika shoreline area of western 
Burundi, followed by south-eastern Rwanda and the northern part of Fizi District in DRC. These 
results indicate the growing scale of the CBSD pandemic in East and Central Africa and 
highlight the urgency of implementing effective control measures. 


