
Molecular diversity among cassava bacterial blight caused by Xanthomonas axonopodis 
pv manihotis isolated from the Northern region of Nigeria 

1Ogunjobi A.A. Fagade O.E, 1Oyelade A.A, 2Ogunkanmi L.A and 3Dixon A.G,1 

Email: adebayoogunkanmi@yahoo.com 

Department of Botany and Microbiology, University of Ibadan, Nigeria,2 Cell biology and 
Genetics, University of Lagos, Nigeria. 3 International Institute of Tropical Agriculture  IITA 
Ibadan Nigeria. 

Xanthomonas axonopodis pv manihotis (Xam) is the causal agent of cassava bacterial blight 
(CBB) in all cassava growing area of the world. CBB disease is a major constraint to cassava 
cultivation, and losses can be extremely severe in regions where highly susceptible cultivars are 
grown. To build a well organized disease management approach, the genetic diversity of the 
pathogens population ought to be known. Information is scarce on the genetic diversity of 
Xanthomonas axonopodis pv manihotis population in Nigeria. Amplified Fragment Length 
Polymorphism, (AFLP) a novel PCR-based technique was used to characterize the 
Xanthomonas axonopodis pv manihotis isolates from the middle belt and Northern states of 
Nigeria. Thirty six strains of Xam  and 2 reference strains were tested with eight  AFLP primer 
combination  and the data generated were analysed with NTSYS-PC version 2.0. Principal 
Component Analyses of the data were carried out using SAS version 8.2 to reveal a scatter-
gram plot of the isolate. Numerical analysis differentiated the AFLP patterns into eight distinct 
clusters at 65% similarity coefficient level. Cluster 1, 3 and 4 with 73.7% of the total bacterial 
strains grouped together while the other clusters had two strains each shared the remaining 
26.3%. Cluster 3 had similar strains from different states together and had the 29% of the entire 
clusters while cluster 4 grouped strains from only two geographically related states together. 
The genetic analysis presented here contributes to understanding of the Xam population 
structure in the northern region of Nigeria and will help in developing resistance cassava  
cultivars for this agro-ecological zone. 


