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Xanthomonas axonopodis pv. manihotis (Xam) is the causal agent of cassava bacterial blight 
(CBB), a major disease that is endemic in tropical and subtropical areas. This foliar and vascular 
disease severely affects cassava production worldwide. In recent years, a significant recurrence 
of the disease has been reported in different regions in Africa, South America and Asia. 
Different pathotypes of Xam were found and DNA fingerprinting studies have shown that the 
populations are variable. The availability of Xam genome sequences has provided new insights 
into Xam phylogeny and tools for epidemiological studies. Pathogenicity of Xam relies in part on 
a Type III Secretion System which translocates effectors into plant cells. A small number of 
these effectors, including a transcription activator-like effector (TALE), have been demonstrated 
to have roles in pathogenicity. A PCR procedure was implemented to detect Xam strains which 
could be adapted for certification of disease free planting materials. Host resistance is still the 
most effective way to control this disease and two cassava CBB resistance genes have been 
identified so far. However, no breeding strategy is being developed for controlling CBB disease. 
Completion of the cassava genome sequence combined with the recent discovery of how 
TALEs find their DNA targets in the host plant cell opens the door to exciting new 
biotechnological applications. We will discuss how this progress can facilitate disease control 
and the development of cassava cultivars with resistance to CBB disease. We expect that CBB 
can be better understood and controlled if available technologies and synergistic approaches 
are rapidly developed.  


