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From the late 1980s, a pandemic of unusually severe cassava mosaic disease (CMD) spread 
through East and Central Africa affecting more than 4 million square kilometres and impacting 
the lives of more than 200 million people. It took more than a decade for effective management 
efforts to be implemented at scale. These programmes, based on the deployment of 
conventionally bred host plant resistance, have achieved great success, transforming the 
varietal spectrum of cassava cultivation in the region. More recently, however, a second virus 
disease, cassava brown streak disease (CBSD), has expanded its range from the coastal 
lowlands of East Africa to large parts of the Great Lakes Region. The response from research 
and development institutions to this new outbreak, was significantly faster than that to CMD. 
However, it has been necessary to develop different control strategies as a consequence of the 
different biological and epidemiological characteristics of the cassava brown streak viruses 
(CBSVs) that cause CBSD. The semi-persistent transmission characteristics and cryptic nature 
of symptoms caused by CBSVs mean that spread through infected planting material is a much 
more important aspect of the pathosystem than it is for CMD. In the absence of high levels of 
host plant resistance for CBSD, much attention has been directed towards the establishment of 
‘clean seed systems’. These utilize phytosanitation, incorporating virus testing, coupled with 
strategic approaches to the location and control of movement between planting material 
multiplication sites. The pandemics of CMD and CBSD will continue to expand their ranges in 
the near future, driven in both cases by super-abundant populations of the whitefly vector, 
Bemisia tabaci. Both conventional and transgenic approaches offer promise for enhancing the 
levels of resistance to CBSD, but even when these are available, it will take 5-10 years before 
new dual-resistant germplasm developed is made widely available to the region’s cassava 
growers. This highlights the importance of developing effective approaches for the use of 
existing germplasm stocks and managing these so as to minimize the impact of CBSD. 
Potential strategies for achieving this are discussed. 


